The asymmetric unit of the title compound, C 9 H 7 N 3 O 2 , is composed of two independent molecules. The crystal structure is stabilized by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds, forming a three-dimensional network. The crystal structure also features pyrazine-pyrazine -interactions [centroidcentroid distance = 3.6994 (5) Å ] and also pyridine-pyrazine -interactions [centroid-centroid distance = 3.6374 (5) 
The asymmetric unit of the title compound, C 9 H 7 N 3 O 2 , is composed of two independent molecules. The crystal structure is stabilized by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds, forming a three-dimensional network. The crystal structure also features pyrazine-pyrazine -interactions [centroidcentroid distance = 3.6994 (5) Å ] and also pyridine-pyrazine -interactions [centroid-centroid distance = 3.6374 (5) Å ]. For reference bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In the crystal structure (Fig. 2) , the molecules are linked through intermolecular C-H···O and C-H···N hydrogen bonds (Table 1) , forming a three-dimensional network. Furthermore, the crystal structure is stabilized by the following π-π interactions: (a) between pyrazine rings (N1A,N3A/C1A,C2A/C6A,C7A, centroid Cg1) Cg1···Cg1(1-x, -y, 1-z) 3.6994 (5) Å and (b) between pyrazine (N1B,N3B/C1B,C2B/C6B,C7B, centroid Cg4) and pyridine (N2B/C2B-C6B, centroid Cg5) rings
The two independent molecules in the asymmetric unit are strikingly similar in respect of their bond distances, bond angles and thermal parameters. For example, for bond distances the average δ/σ = 0.88. The symmetry between molecules A and B is almost that of an inversion centre.
Methyl pyrido [2,3-b] pyrazine-3-carboxylate was synthesized from pyrido [2,3-b] pyrazine-3-carbaldehyde by our recently developed techniques (Goswami & Hazra, 2009; Goswami et al., 2011) . Single crystals were grown by slow evaporation of a chloroform solution of the compound, Mp 155-156°C.
Refinement
All hydrogen atoms were positioned geometrically, with Csp 2 -H = 0.93 Å and C(methyl)-H = 0.96 Å; they were refined using a riding model, with U iso (H) = xU eq (C), where x = 1.5 for methyl H and 1.2 for all other H atoms. A rotating group model was applied to the methyl groups. 
